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FIG.l 

GCCAGGCAGCATGGTGCAGAAGTCGCGCAACGGCGGCGTA^.^gCCCGGCCCGAG 
5 CGGGGAGAAGAAGCTGAAGGTGGGCTTCGTGGGGCTGGAGCCeGGCGCGCCCGA 
CTCCACCCGGGACGGGGCGCTGCTGATCGCCGGCTCCGAGGCCCCCAAGCGCGG 
CAGCATCCTCAGCAAACCTCGCGCGGGCGGCGCGGGCGCCGGGAAGCCCCCCAA 
GCGCAACGCCTTCTACCGCAAGCTGCAGAATTTCCTCTACAACGTGCTGGAGCGG 
CCGCGCGGCTGGGCGTTCATCTACCACGCCTACGTGTTCCTCCTGGTTTTCTCCTG 

1 0 CCTCGTGCTGTCTGTGTTTTCCACCATCAAGGAGTATGAGAAGAGCTCGGAGGGG 
GCCCTCTACATCCTGGAAATCGTGACTATCGTGGTGTTTGGCGTGGAGTACTTCG 
TGCGGATCTGGGCCGCAGGCTGCTGCTGCCGGTACCGTGGCTGGAGGGGGCGGC 
TCAAGTTTGCCCGGAAACCGTTCTGTGTGATTGACATCATGGTGCTCATCGCCTC 
CATTGCGGTGCTGGCCGCCGGCTCCCAGGGCAACGTCTTTGCCACATCTGCGCTC 

1 5 CGGAGCCTGCGCTTCCTGCAGATTCTGCGGATGATCCGCATGGACCGGCGGGGA 
GGCACCTGGAAGCTGCTGGGCTCTGTGGTCTATGCCCACAGCAAGGAGCTGGTC 
ACTGCCTGGTACATCGGCTTCCTTTGTCTCATCCTGGCCTCGTTCCTGGTGTACTT 
GGCAGAGAAGGGGGAGAACGACCACTTTGACACCTACGCGGATGCACTCTGGTG 
GGGCCTGATCACGCTGACACCATTGGCTACGGGGACAAGTACCCCCAGACCTGG 

20 AACGGCAGGCTCCTTGCGGCAACCTTCACCCTCATCGGTGTCTCCTTCTTCGCGCT 
GCCTGCAGGCATCTTGGGGTCTGGGTTTGCCCTGAAGGTTCAGGAGCAGCACAG 
GCAGAAGCACTTTGAGAAGAGGCGGAACCCGGCAGCAGGCCTGATCCAGTCGGC 
CTGGAGATTCTACGCCACCAACCTCTCGCGCACAGACCTGCACTCCACGTGGCAG 
TACTACGAGCGAACGGTCACCGTGCCCATGTACAGTTCGCAAACTCAAACCTACG 

25 GGGCCTCCAGACTTATCCCCCCGCTGAACCAGCTGGAGCTGCTGAGGAACCTCAA 
GAGTAAATCTGGACTCGCTTTCAGGAAGGACCCCCCGCCGGAGCCGTCTCCAAG 
CCAGAAGGTCAGTTTGAAAGATCGTGTCTTCTCCAGCCCCCGAGGCGTGGCTGCC 
AAGGGGAAGGGGTCCCCGCAGGCCCAGACTGTGAGGCGGTCACCCAGCGCCGAC 
CAGAGCCTCGAGGACAGCCCCAGCAAGGTGCCCAAGAGCTGGAGCTTCGGGGAC 

30 CGCAGCCGGGCACGCCAGGCTTTCCGCATCAAGGGTGCCGCGTCACGGCAGAAC 
TCAGAAGAAGCAAGCCTCCCCGGAGAGGACATTGTGGATGACAAGAGCTGCCCC 
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TGCGAGTTTGTGACCGAGGACCTGACCCCGGGCCTCAAAGTCAGCATCAGAGCC 
GTGTGTGTCATGCGGTTCCTGGTGTCCAAGCGGAAGTTCAAGGAGAGCCTGCGGC 
CCTACGACGTGATGGACGTCATCGAGCAGTACTCAGCCGGCCACCTGGACATGCT 
GTCCCGAATTAAGAGCCTGCAGTCCAGAGTGGACCAGATCGTGGGGCGGGGCCC 
5 AGCGATCACGGACAAGGACCGCACCAAGGGCCCGGCCGAGGCGGAGCTGCCCG 
AGGACCCCAGCATGATGGGACGGCTCGGGAAGGTGGAGAAGCAGGTCTTGTCCA 
TGGAGAAGAAGCTGGACTTCCTGGTGAATATCTACATGCAGCGGATGGGCATCC 
CCCCGACAGAGACCGAGGCCTACTTTGGGGCCAAAGAGCCGGAGCCGGCGCCGC 
CGTACCACAGCCCGGAAGACAGCCGGGAGCATGTCGACAGGCACGGCTGCATTG 

1 0 TC AAGATCGTGCGCTCCAGCAGCTCCACGGGCC AGAAGAACTTCTCGGCGCCCC 
CGGCCGCGCCCCCTGTCCAGTGTCCGCCCTCCACCTCCTGGCAGCCACAGAGCCA 
CCCGCGCCAGGGCCACGGCACCTCCCCCGTGGGGGACCACGGCTCCCTGGTGCG 
. CATCCCGCCGCCGCCTGCCCACG AGCGGTCGCTGTCCGCCTACGGCGGGGGC AA 
CCGCGCCAGCATGGAGTTCCTGCGGCAGGAGGACACCCCGGGCTGCAGGCCCCC 

1 5 CGAGGGGACCCTGCGGGACAGCGACACGTCCATCTCC ATCCCGTCCGTGGACCA 
CGAGGAGCTGGAGCGTTCCTTCAGCGGCTTCAGCATCTCCCAGTCCAAGGAGAA 
CCTGGATGCTCTCAACAGCTGCTACGCGGCCGTGGCGCCTTGTGCCAAAGTCAGG 
CCCTACATTGCGGAGGGAGAGTCAGACACCGACTCCGACCTCTGTACCCCGTGCG 
GGCCCCCGCCACGCTCGGCCACCGGCGAGGGTCCCTTTGGTGACGTGGGCTGGG 

20 CCGGGCCCAGGAAG TGA GGCGGCGCTGGGCCAGTGGACCCGCCCGCGGCCCTCC 
TCAGCACGGTGCCTCCGAGGTTTTGAGGCGGGAACCCTCTGGGGCCCTTTTCTTA 
CAGTAACTGAGTGTGGCGGGAAGGGTGGGCCCTGGAGGGGCCCATGTGGGCTGA 
AGGATGGGGGCTCCTGGCAGTGACCTTTTACAAAAGTTATTTTCCAACAGGGGCT 
GGAGGGCTGGGCAGGGCCCTGTGGCTCCAGGAGCAGCGTGCAGGAGCAAGGCTG 

25 CCCTGTCCACTCTGCTCAGGGCCGCGGCCGACATCAGCCCGGTGTGAGGAGGGG 
CGGGAGTGATGACGGGGTGTTGCCAGCGTGGCAACAGGCGGGGGGTTGTCTCAG 
CCGAGCCCAGGGGAGGCACAAAGGGCAGGCCTGTTCCCTGAGGACCTGCGCAAA 
GGGCGGGCCTGTTTGGTGAGGACCTGCGGCCTTGGGTC 

30 Human Brain-Derived Potassium Channel cDNA • SEP ID NO:l 
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FIG.2 

5 ATGGTGCAGAAGTCGCGCAACGGCGGCGTATACCCCGGCCCGAGCGGGGAGAAG 
AAGCTGAAGGTGGGCTTCGTGGGGCTGGACCCCGGCGCGCCCGACTCCACCCGG 
GACGGGGCGCTGCTGATCGCCGGCTCCGAGGCCCCCAAGCGCGGCAGCATCCTC 
AGCAAACCTCGCGCGGGCGGCGCGGGCGCCGGGAAGCCGCCCAAGCGCAACGC 
CTTCTACCGCAAGCTGCAGAATTTCCTCTACAACGTGCTGGAGCGGCCGCGCGGC 

1 0 TGGGCGTTC ATCTACC ACGCCTACGTGTTCCTCCTGGTTTTCTCCTGCCTCGTGCT 
GTCTGTGTTTTCCACCATCAAGGAGTATGAGAAGAGCTCGGAGGGGGCCCTCTAC 
ATCCTGGAAATCGTGACTATCGTGGTGTTTGGCGTGGAGTACTTCGTGCGGATCT 
GGGCCGCAGGCTGCTGCTGCCGGTACCGTGGCTGGAGGGGGCGGCTCAAGTTTG 
CCCGGAAACCGTTCTGTGTGATTGACATCATGGTGCTCATCGCCTCCATTGCGGT 

1 5 GCTGGCCGCCGGCTCCCAGGGCAACGTCTTTGCCACATCTGCGCTCCGGAGCCTG 
CGCTTCCTGCAGATTCTGCGGATGATCCGCATGGACCGGCGGGGAGGCACCTGG 
AAGCTGCTGGGCTCTGTGGTCTATGCCCACAGCAAGGAGCTGGTCACTGCCTGGT 
ACATCGGCTTCCTTTGTCTCATCCTGGCCTCGTTCCTGGTGTACTTGGCAGAGAAG 
GGGGAGAACGACCACTTTGACACCTACGCGGATGCACTCTGGTGGGGCCTGATC 

20 ACGCTGACCACCATTGGCTACGGGGACAAGTACCCCCAGACCTGGAACGGCAGG 
CTCCTTGCGGCAACCTTCACCCTCATCGGTGTCTCCTTCTTCGCGCTGCCTGCAGG 
CATCTTGGGGTCTGGGTTTGCCCTGAAGGTTCAGGAGCAGCACAGGCAGAAGCA 
CTTTGAGAAGAGGCGGAACCCGGCAGCAGGCCTGATCCAGTCGGCCTGGAGATT 
CTACGCCACCAACCTCTCGCGCACAGACCTGCACTCCACGTGGCAGTACTACGAG 

25 CGAACGGTCACCGTGCCCATGTACAGTTCGCAAACTCAAACCTACGGGGCCTCCA 
GACTTATCCCCCCGCTGAACCAGCTGGAGCTGCTGAGGAACCTCAAGAGTAAAT 
CTGGACTCGCTTTCAGGAAGGACCCCCCGCCGGAGCCGTCTCCAAGCCAGAAGG 
TCAGTTTGAAAGATCGTGTCTTCTCCAGCCCCCGAGGCGTGGCTGCCAAGGGGAA 
GGGGTCCCCGCAGGCCCAGACTGTGAGGCGGTCACCCAGCGCCGACCAGAGCCT 

30 CGAGGACAGCCCCAGCAAGGTGCCCAAGAGCTGGAGCTTCGGGGACCGCAGCCG 
GGCACGCCAGGCTTTCCGCATCAAGGGTGCCGCGTCACGGCAGAACTCAGAAGA 
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AGCAAGCCTCCCCGGAGAGGACATTGTGGATGACAAGAGCTGCCCCTGCGAGTT 
TGTGACGGAGGACCTGACCCCGGGCCTCAAAGTCAGCATCAGAGCCGTGTGTGT 
CATGCGGTTCCTGGTGTCCAAGCGGAAGTTCAAGGAGAGCCTGCGGCCCTACGA 
CGTGATGGACGTCATCGAGCAGTACTCAGCCGGCCACCTGGACATGCTGTCCCGA 
5 ATTAAGAGCCTGCAGTCCAGAGTGGACCAGATCGTGGGGCGGGGCCCAGCGATC 
ACGGACAAGGACCGCACCAAGGGCCCGGCCGAGGCGGAGCTGCCCGAGGACCC 
CAGCATGATGGGACGGCTCGGGAAGGTGGAGAAGCAGGTCTTGTCCATGGAGAA 
GAAGCTGGACTTCCTGGTGAATATCTACATGCAGCGGATGGGCATCCCCCCGACA 
GAGACCGAGGCCTACTTTGGGGCCAAAGAGCCGGAGCCGGCGCCGCCGTACCAC 

1 0 AGCCCGGAAGAC AGCCGGGAGCATGTCGAC AGGC ACGGCTGC ATTGTC AAGATC 
GTGCGCTCCAGCAGCTCCACGGGCCAGAAGAACTTCTCGGCGCCCCCGGCCGCG 
CCCCCTGTCCAGTGTCCGCCCTCCACCTCCTGGCAGCCACAGAGCCACCCGCGCC 
AGGGCCACGGCACCTCCCCCGTGGGGGACCACGGCTCCCTGGTGCGCATCCCGC 
CGCCGCCTGCCCACGAGCGGTCGCTGTCCGCCTACGGCGGGGGCAACCGCGCCA 

1 5 GCATGGAGTTCCTGCGGCAGGAGGACACCCCGGGCTGCAGGCCCCCCGAGGGGA 
CCCTGCGGGACAGCGACACGTCCATCTCCATCCCGTCCGTGGACCACGAGGAGC 
TGGAGCGTTCCTTCAGCGGCTTCAGCATCTCCCAGTCCAAGGAGAACCTGGATGC 
TCTCAACAGCTGCTACGCGGCCGTGGCGCCTTGTGCCAAAGTCAGGCCCTACATT 
GCGGAGGGAGAGTCAGACACCGACTCCGACCTCTGTACCCCGTGCGGGCCCCCG 

20 CCACGCTCGGCCACCGGCGAGGGTCCCTTTGGTGACGTGGGCTGGGCCGGGCCC 
AGGAAGTGA 



Human Brain-Derived Potassium Channel DNA Structural Region • SEP ID NO:2 
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FIG.3 

MVQKSRNGGVYPGPSGEKKLKVGFVGLDPGAPDSTRDGALLIAGSEAPKRGSILSKP 
5 RAGGAGAGKPPKRNAFYRKLQNFLYNVLERPRGWAFIYHAYVFLLVFSCLVLSVFS 
TIKEYEKSSEGALYILEIVTIVVFGVEYFVRIWAAGCCCRYRGWRGRLKFARKPFCVI 
DIMVLIASIAVLAAGSQGNVFATSALRSLRFLQILRMIRMDRRGGTWKLLGSVVYAH 
SKELVTAWYIGFLCLILASFLVYLAEKGENDHFDTYADALWWGLITLTTIGYGDKYP 
QTWNGRLLAATFTLIGVSFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAAGLIQS 

1 0 A WRFYATNLSRTDLHSTWQ YYERTVTVPMYSSQTQTYGASRLIPPLNQLELLRNLKS 
KSGLAFRKDPPPEPSPSQKVSLKDRVFSSPRGVAAKGKGSPQAQTVRRSPSADQSLE 
DSPSKVPKSWSFGDRSRARQAFRIKGAASRQNSEEASLPGEDIVDDKSCPCEFVTEDL 
TPGLKVSIRAVCVMRFLVSKRKFKESLRPYDVMDVIEQYSAGHLDMLSRIKSLQSRV 
DQIVGRGPAITDKDRTKGPAEAELPEDPSMMGRLGKVEKQVLSMEKKLDFLVNIYM 

1 5 QRMGIPPTETEA YFGAKEPEPAPP YHSPEDSREHVDRHGCI VKI VRSSSSTGQKNFS AP 
PAAPPVQCPPSTSWQPQSHPRQGHGTSPVGDHGSLVRIPPPPAHERSLSAYGGGNRAS 
MEFLRQEDTPGCRPPEGTLRDSDTSISIPSVDHEELERSFSGFSISQSKENLDALNSCYA 
AVAPCAKVRPYIAEGESDTDSDLCTPCGPPPRSATGEGPFGDVGWAGPRK* 



20 Human Brain-Derived Potassium Channel Peptide [Residue Sequence] • SEQ ID NO:3 
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FIG.4 

CGCGGAGCGAGGTGGCCGCAGCGTCTCCGCGCGCGGCCCAAGCCCGGCAGGAGT 
5 GCGGAACCGCCGCCTCGGCCATGCGGCTCCCGGCCGGGGGGCCTGGGCTGGGGC 
CCGCGCCGCCCCCCGCGCTCCGCCCCCGCTGAGCCTGAGCCCGACCCGGGGCGC 
CTCCCGCCAGGCACC ATG GTGCAGAAGTCGCGCAACGGCGGCGTATACCCCGGC 
CCGAGCGGGGAGAAGAAGCTGAAGGTGGGCTTCGTGGGGCTGGACCCCGGCGCG 
CCCGACTCCACCCGGGACGGGGCGCTGCTGATCGCCGGCTCCGAGGCCCCCAAG 
r% 10 CGCGGCAGCATCCTCAGCAAACCTCGCGCGGGCGGCGCGGGCGCCGGGAAGCCC 
CCCAAGCGCAACGCCTTCTACCGCAAGCTGCAGAATTTCCTCTACAACGTGCTGG 
£2 AGCGGCCGCGCGGCTGGGCGTTCATCTACCACGCCTACGTGTTCCTCCTGGTTTT 
(I CTCCTGCCTCGTGCTGTCTGTGTTTTCCACCATCAAGGAGTATGAGAAGAGCTCG 
yS GAGGGGGCCCTCTACATCCTGGAAATCGTGACTATCGTGGTGTTTGGCGTGGAGT 

15 ACTTCGTGCGGATCTGGGCCGCAGGCTGCTGCTGCCGGTACCGTGGCTGGAGGG 
hi GGCGGCTCAAGTTTGCCCGGAAACCGTTCTGTGTGATTGACATCATGGTGCTCAT 
g CGCCTCCATTGCGGTGCTGGCCGCCGGCTCCCAGGGCAACGTCTTTGCCACATCT 
J GCGCTCCGGAGCCTGCGCTTCCTGCAGATTCTGCGGATGATCCGCATGGACCGGC 
GGGGAGGCACCTGGAAGCTGCTGGGCTCTGTGGTCTATGCCCACAGCAAGGAGC 
20 TGGTCACTGCCTGGTACATCGGCTTCCTTTGTCTCATCCTGGCCTCGTTCCTGGTG 
TACTTGGCAGAGAAGGGGGAGAACGACCACTTTGACACCTACGCGGATGCACTC 
TGGTGGGGCCTGATCACGCTGACCACCATTGGCTACGGGGACAAGTACCCCCAG 
ACCTGGAACGGCAGGCTCCTTGCGGCAACCTTCACCCTCATCGGTGTCTCCTTCT 
TCGCGCTGCCTGCAGGCATCTTGGGGTCTGGGTTTGCCCTGAAGGTTCAGGAGCA 
25 GCACAGGCAGAAGCACTTTGAGAAGAGGCGGAACCCGGCAGCAGGCCTGATCCA 
GTCGGCCTGGAGATTCTACGCCACCAACCTCTCGCGCACAGACCTGCACTCCACG 
TGGCAGTACTACGAGCGAACGGTCACCGTGCCCATGTACAGGTACCGCCGCCGG 
GCACCTGCCACCAAGCAACTGTTTCATTTTTTATTTTCCATTTGTTC TTAAA CCCC 
ACTTTTTGTTGTTCATTATTTTGATTGATTTTTTTTCTTTAAAATGTATTTTTCACA 
30 AAGG 
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Yokovama et al cDNA Sequence (HNSPO rOenbank accession # D82346') 

SEP ID NO:4 
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FIG.5 

MVQKSRNGGVYPGPSGEKKLKVGFVGLDPGAPDSTRDGALLIAGSEAPKRGSILSKP 
5 RAGGAGAGKPPKRNAFYRKLQNFLYNVLERPRGWAFIYHAYVFLLVFSCLVLSVFS 
TIKEYEKSSEGALYILEIVTIVVFGVEYFVRIWAAGCCCRYRGWRGRLKFARKPFCVI 
DIMVLIASIAVLAAGSQGNVFATSALRSLRFLQILRMIRMDRRGGTWKLLGSVVYAH 
SKELVTAWYIGFLCLILASFLVYLAEKGENDHFDTYADALWWGLITLTTIGYGDKYP 
QTWNGRLLAATFTLIGVSFFALPAGILGSGFALKVQEQHRQKHFEKRRNPAAGLIQS 
0 10 AWRFYATNLSRTDLHSTWQYYERTVTVPMYRYRRRAPATKQLFHFLFSICS* 

=^ Yokovama et al amino acid sequence (HNSPO • SEQ ID NO:5 

fly 

: lis 

U'l 
1=^ 
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METRGSRLTGGQGRVYNFLERPTGWKCFVYHFAVFLIVLVCLIFSVLSTIEQYAALAT 

GTLFWMEIVLVVFFGTEYVVRLWSAGCRSKYVGLWGRLRFARKPISIIDLIVWASM 

VVLCVGSKGQVFATSAIRGIRFLQILRMLHVDRQGGTWRLLGSVVFIHRQELITTLYI 

GFLGLIFSSYFVYLAEBCDAVNESGRVEFGSYADALWWGVVTVTTIGYGDKVPQTWV 

GKTIASCFSVFAISFFALPAGILGSGFALKVQQKQRQKHFNRQIPAAASLIQTAWRCY 

AAENPDSSTWKIYIRKAPRSHTLLSPSPKPKKSVVVKKKKFKLDKDNGVTPGEKMLT 

VPHITCDPPEERRLDHFSVDGYDSSVRKSPTLLEVSMPHFMRTNSFAEDLDLEGETLL 

TPITHISQLREHHRATIKVIRRMQYFVAKKKFQQARKPYDVRDVIEQYSQGHLNLMV 

RIKELQRRLDQSIGKPSLFISVSEKSKDRGSNTIGARLNRVEDKVTQLDQRLALITDML 

HQLLSLHGGSTPGSGGPPREGGAHITQPCGSGGSVDPELFLPSNTLPTYEQLTVPRRG 

PDEGS 



Sanguinetti et al amino acid sequence rHKvLOTl) (Genbank Accession U40990. 1171077) 



SEP ID NO:6 
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FIG.7 



ASgnment Report of RG 7. meg, using Ctustal method with PAM250 resktue w&Qht tabta. 
Monday, Novombor 24, 1997 10:45 AM 

I I I 

10 20 30 



— r- 

40 



MVOKSRNGGVY PG PSGEKKLKVGP 
M VQKSRHGGVYPGPSGEKKLKVCF 



'GLDPGAPDSTRDGALLIAGSEAPKR 
'CLDPQAPDSTRDGALLIAGSSAP K R 
- - - -E tIh 



Pago 1 



50 



SEQ ID KO 3 
SSQ XD KO 5 
SEQ ID 6 



51 
51 
5 



GSILSKPRAGGAGAGKPPER»APYRKL0f3Pt.yKVI.ERPaGWAFIYHAYVF 
G S X L SKPRAGG A G A C KP PgR^AFYRKLQHF L Y HVLERPSGWAFIY H A Y V F 
G sF rIUt clGfolclR - ^ v iv nF f Il E R P^ t Ig wf clpfv lY hI f a \v F 



SEO ZD KO 3 
SEQ ID KO 5 
SEO ID KO 6 



, 

110 



1 

130 



130 



140 



150 



101 fLLVFSCLVLSVFSTIREYEXSSEGALYILEIVTIVVFGVSYFVRIHAACC 
101 [l L V F S C 1, V I. S V F 5 T I K S Y E K S S E G A L YIL E I V T I V VFGVHYFVRIWAAGC 
J 5 fLfllvlL v jc l! I f|s vfL ls T i\ k Clv j A ALA TjGfr^Ljp W m |e I vj L vIvfr lF g[ t ]e Yf y lv gf lTlwrs lA G C 



SEQ 


ID 


KO 


3 


SEQ 


ID 




5 


SEO 


ID 


KO 


6 



— J — 

160 



1 — 

170 



ISO 



190 



!- 

200 



151CCRYRCWRGRLKFAHKPFCVIDIMVL1ASIAVLAAGSQGMVPATSAURS1.I SEQ ID l^C 3 
ISl |c C R Y R G W R G R L K F A R K P F C V I D I M V L I A S I A V L A A G S Q G HVFATSAL R S l| SEQ ID KO 5 
85 R S k[y1v1g1l w jo R h\ n \F ARK pj I S l U pj l. iMv v jA s\ m v jv lI c v jc sf Klcro lv FATS aF iIrIg I SEQ ID KO 6 



230 



240 



201 
201 
135 



251 
251 
165 



rflqii-rmirkokrcctwkllgsvvyahskelvtawyigfl 
r f i, q i l r m i r « d rrggtwkllgsv v y a h fl k e l v t aw y i g f l 

R F L O I L R hI l H v jp r[ q 1g G T ^f s lL L G S V vI f ijHjR q Is Lf llTfT l Iy I C F lI 

1 1 r ' ' I — 

260 270 280 290 



— r 

250 



kelvtawyigflclilasflv 

L C L I L A S r L V 

IgIl iIf slsjy fIv 



SEQ 


ID 


NO 


3 


SEO 


ID 




5 


£^ 


ID 


KO 


6 



300 



ylabkgenoh 
y l a e k g e w d h 

Y L A E kI d A V a £ S G R V E 



FDTYAOALWWGLITLTTIGYGDKYPOTWMGRLLAA! SEO ID KO 3 
F q T Y A D A L W H G L I T LTT IGYGDKY PQTVfW G R L ^ A a | SEQ ID HO 5 
fI'g s |y a D a L W Vf c| v viTFv lT T I G Y G D Kf v lp ft .. X _? ^ jvl.9l ^ I jAfs SSQ ID NO 6 



330 
_1_ 



350 



296 TPTL IGVSFFALPAGI LGSGFALKVQEQHRQKHFEKRRHPAAGLIQSAWR 
296 |t F T L t O V S FFALPAGI LGSGFALKV Q B Q H R Q K H F E K R R H P A ACLIQSAWR 
235 c1f|s VFA l is FFALPAGI LGSGFALKV q[ q K q Ir Q K H fI n R Q I P a |a Af s lL I qF t Ia W R 



SEQ 
SEQ 
SEQ 



I 

330 



346 iFYATNLSRTOLHSTWQVYERTVTVPM y|s|sjQ(TjQ TYGASRIlJI pIpJl N Q L E L L R SEQ 



346 Lf Y a T W L S R T P L H S T W Q Y Y E R T V T V P M Y r| 

285 c jy aI a E N P D S js T w[ g"llYrilRjK A ? jR sIhTtI [l)i-S[p1sPKPKKSV SEQ 



ID KO 3 
ID NO 5 
10 NO 6 



ID NO 3 
ID 5 
ID rJO 6 



410 420 430 440 450 

396 « i:.[KlsiKjs G h a[f RIk[o)p P P E P Sipjs QIk|v SLKDRVFS slpjR G V A A K. O K G[sjp Q A - - Q SEQ ID tX> 3 

374- yIr] SEQ ID SO 5 

321 V vgKjKjK [f)k l[d)k O H G V t[p]g E^K LTVPH ITC ofp}? E E R R L D H Ffsjv D G Y O S SEQ ID KO 6 



-r- 



444 T|V R R S P 
368 s fv rI kIs P 



460 470 480 490 500 

S A DjQjslL EjDisjp 3tCVPKSW |SFj CDRSRARQAFRIKGAASRQK3|HjSAS SEQ ID NO 3 

A T K [qI - - _ lo kO 5 

T L II sj vfslH P H F « H T K js PjA (Hd L D SEQ TO N*0 5 
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FIG.7 (p.2) 



Alignment Report of FIG 7. meg, using Cbxstal method with PAM250 residue weight tatjte, 
Nilonday. November 24. 1997 10:45 AM 



Page 2 



-f- 

510 



I 

S20 



494 [Ljp|G_KjD I V O D K S Cljpjc E F V T E D\1^T P G L K V s{t\n A V C vtHjBlF L v] S [Kj R|K_FjK B S L R\Pj SEQ ID KO 3 

384 . . - - - - --LF h If lN SEQ ID UQ 5 

395 fLie lG eI t LLT [pjlTKISO - Hj R E H H R A t{i]k V I R afSjo Y F {vj A {k] K [kT] Q Q A R K(pj SEQ ID tiO 6 



5S0 570 SaO 590 6C0 

1 « ' ' * 

544 Iy D vl M tO V I B Q Y Sf A lC H L| D M L S jR I K| s |L qI sIrIv Id qI I vIgIr CP -AIT dIkJ D R T K (cj P SEQ ID IID 3 

389 - SEQ ID .SO 5 

440 jv D vi R fD"v I E Q Y s] Q [g H lI h L K v Ir I kI H nTol R (r] L jp q| S i(g1kPSLFXSVS KDr[g]s SB0IDSO6 

1 1 1 1 ■ r 

610 620 630 640 650 

591 A E A E L P E D P S H M Gj R I^I g X tV sj iC Qtv|LSMBKK{L.|DFLVMI YmIqIrHG I PPTSTEAY SEQ ID NO 3 

389 SEQ ID KO 5 

490 K TIC a |r L^ ^3 r |v hI P k[v]t Q L D Q R0A LITDMLhIsJlLSLH SEQ ID KO 6 



1 

670 



1 

680 



700 



64Xp|G]AKEfp|BPAP[pjYHSPEDSREHVDRHGCIVKIVRSSSSTGQKKFSAPPAAP SSQ ID HO 3 

389 ---------------------- - SEQ ID NO 5 

525 -(ajo 3 t[p]o S G g[p] SEQ ID MO 6 



720 



750 



691 PVQCPPSTSWQPQS H |P rI qIgIh G T S P viGiDiHjc S L V R\z\P pjpl? AHERSLSAY G jc"^ SEQ ID HO 3 

389 - - - SEQ ID IJO 5 

535 jp rI bIgI- -(g|a[h]- Qt Qfpjc G- S jG G{ SE^ ID NO 6 



741 » R A S M E[P_LjR QEDTPGCR Plpjs G [Tjj K DSDTS IS IPSVDHEEL,ERSFSg|fs;iIs SEQ ID HO 3 

389 _______ - - - If S i| - SEQ ID HO 5 

551 S V D P E l |f Lj - [p| S M j? l1 P TYEQL,TV - SEQ ID llO 6 



aio 



830 



830 



S40 



850 



791 QSKEHLOALNSCYAAVAPCAKVRPYIAKGBSDTDSD L CST P C G P p jp a| s A T C SEQ ID KO 3 

392 (cIs. SEQ ID MO 5 

572 jp rI r G P D SSQ ID 6 



841 jEGl PFGPVGWAGPRK . 

394 

578 1e.gJs . 



SEQ ID HO 3 
SEO ID BO 5 
SEQ ID BO 6 



Decoration 'Decoration II*: &cx residues that raatch the Consensus exactly. 
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SEQIDNO 3.pad 

Monday, November 24. 1997 1 1 :22 AM 



I — I — I — I — I — I — I — I — I — I — I — I — I — I — I — I — I — n 

_ 50 100 1 50 200 250 300 350 400 4^ MO 550 6(K) 650 700 750 800 

4.5 



-4.5J 

SO 1(kl 1^ 260 250 350 ago 4(X) 450 560 5§0 600 6g0 760 750 860 SSO 



SEQ IDN05.pad 

Monday, November 24, 1997 11:21 AM 



I 1 ( J 1 I 1 I — 

50 too 150 200 250 300 350 



^.5J 



50 Ilk) 1^ 260 2$o ^ ago 



SEQ ID NOe.pad 

Monday, November 24> 1997 1 1:21 AM 
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Multiple Tissue Northern I 
Probe 1 



Multiple Tissue Northern 1 
Probe 2 



Multiple Tissue Northern II 
Probe 2 



PBL=Peripheral Blood Leukocytes 

C=700 bp housekeeping cyclophilin transcript, used for 
normalization of RNA loading 
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Human Brain Northern 
Probe 1 




Human Brain Northern 
Probe 2 



C=700 bp housekeeping cyclophilin transcript, used for 
normalization of RNA loading 
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Brain Tissue and Cell Panel Northerns 
Probe 1 Probe 2 



C=700 bp housekeeping cyclophilin transcript, used for 
normalization of RNA loading 
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FIG.17 



5 MGLKARRAAGAAGGGGGEGGGGGGGAANPAGGDSAVAGDEERKVGLAPGDVEQ 
VTLALGTGADKDGTLLLEGGGREEGQRRTPQGIGLLAKTPLSRPVKRNNAKYRRIQT 
LIYDALERPRGWALLYHALVFLIVLGCLILAVLTTFKEYETVSGDWLLVPETFAIFIFG 
AEFALRIWAAGCCCRYKGWRGRLKFARKPLCMLDIFVLIASVPVVAVGNQGNVLAT 
SLRSLRFLQILRMLRMDRRGGTWKLLGSAICAHSKELITAWYIGFLTLILSSFLVYLVE 

1 0 KDVPEMD AQGEEMKEEFETY AD AL WWGLITL ATIG YGDKTPKTWEGRLIA ATFSLI 
GVSFFALPAGILGSGLALKVQEQHRQKHFEKRRKPAAELIQAAWRYYATNNRLDLV 
ATWRFYESVVSFPFFRKEQLEAAASQKLGLLDRVRLSNPRGSNTKGKLFTPLNVDAI 
EESPSKEPKPVGLNNKERFRTAFRMKAYAFWQSSEDAGTGDPMTEDRGYGNDFLIE 
DMIPTLKAAIRAVRILQFRLYKKKFKETLRPYDVKDVIEQYSAGHLDMLSRIKYLQTR 

1 5 IDMIFTPGPPSTPKHKKSQKGSAFTYPSQQSPRNEPYVARA ATSETEDQSMMGKFVK 
VERQVHDMGKKLDFLVDMHMQHMERLQVHVTEYYPTKGASSPAEGEKKEDNRYS 
DLKTIICNYSESGPPDPPYSFHQVPIDRVGPYGFFAHDPVKLTRGGPSSTKAQANLPSS 
GSTYAERPTVLPILTLLDSCVSYHSQTELQGPYSDHISPRQRRSITRDSDTPLSLMSVN 
HEELERSPSGFSISQDRDDYVFGPSGGSSWMREKRYLAEGETDTDTDPFTPSGSMPM 

20 SSTGDGISDSIWTPSNKPT 

SEQ ID NO:7 • Rat KvQT3 (GENBANK Accession Number: AF087454) 



25 



GDVEQVTLALGAGADKDGTLLLEGGGRDEGQRRTPQGIGLLAKTPLSRPVKRNNAK 
30 YRRIQTLIYDALERPRGWALLYHALVFLIVLGCLILAVLTTFKEYETVSGDWLLLLET 
FAIFIFGAEFALRIWAAGCCCRYKGWRGRLKFARKPLCMLDIFVLIASVPVVAVGNQ 
GNVLATSLRSLRFLQILRMLRMDRRGGTWKLLGSAICAHSKELITAWYIGFLTLILSS 
FLVYLVEKDVPEVDAQGEEMKEEFETYADALWWGLITLATIGYGDKTPKTWEGRLl 
AATFSLIGVSFFALPAGILGSGLALKVQEQHRQKHFEKRRKPAAELIQAAWRYYATN 
35 PNRIDLVATWRFYESVVSFPFFRKEQLEAASSQKLGLLDRVRLSNPRGSNTKGKLFTP 
LNVDAIEESPSKEPKPVGLNNKERFRTAFRMKAYAFWQSSEDAGTGDPMAEDRGYG 
NDFPIEDMIPTLKAAIRAVRJLQFRLYKKKFKETLRPYDVKDVIEQYSAGHLDMLSRI 
KYLQTRIDMIFTPGPPSTPKHKKSQKGSAFTFPSQQSPRNEPYVARPSTSEIEDQSMM 
GKFVKVERQVQDMGKKLDFLVDMHMQHMERLQVQVTEYYPTKGTSSPAEAEKKE 
40 DNRYSDLKTIICNYSETGPPEPPYSFHQVTIDKVSPYGFFAHDPVNLPRGGPSSGKVQ 
ATPPSSATTYVERPTVLPILTLLDSRVSCHSQADLQGPYSDRISPRQRRSITRDSDTPLS 
LMSVNHEELERSPSGFSISQDRDDYVFGPNGGSSWMREKRYLAEGETDTDTDPFTPS 
GSMPLSSTGDGISDSVWTPSNKPI 

45 SEQIDNO:8 • Human KvQT3 (partial) 



